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rhizosphere colonization 
by Pseudomonas and, 480 
Pi gene 
potato resistance gene 
organization and, 84-85 
pil genes 
rhizosphere colonization 
by Pseudomonas and, 
468-69 
Pili 
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pre-penetration biology of 
fungi, 390 
Puccinia spp. 
barley yellow rust and, 
367-407 
cereal diseases and, 15—17 
predicting durability of R 
genes and, 190 
resistance gene complexes 
and, 287 
Purifying selection 
variability and genetic 
structure of plant virus 
populations, 163 
Putrescine 
rhizosphere colonization 
by Pseudomonas and, 
472-73 
PWL genes 
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multi-gene complexes, 298 
mutation, 295-97 
recombination, 292-95 
selection, 295—97 
transgenes, 298-302 
types of R genes andR 
gene loci 
chromosomal 
arrangement, 289-91 
protein coding, 286-89 
Resistance gene-like loci 
potato resistance gene 
organization and, 92 
Restriction enzyme-mediated 
integration (REMI) 
fungal pathogenicity and, 
347 
Restriction fragment length 
polymorphisms (RFLPs) 
Burkholderia cepacia 
complex diversity and, 
231 
potato resistance gene 
organization and, 82-83, 
86, 88-90, 92-93 
variability and genetic 
structure of plant virus 
populations, 171-75 
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